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<160> 123 

<170> Patentin Ver. 2.0 

<210> 1 
<211> 10 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 1 

Leu Leu Leu Leu Gly Ala Gly Glu Ser Gly 
15 10 



<210> 2 
<211> 9 
<212> PRT 
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<213> Saccharomyces cerevisiae 
<400> 2 

Gly Ser Gly Glu Ser Gly Asp Ser Thr 
1 5 



<210> 3 
<211> 8 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 3 

Gin Ala Arg Lys Leu Gly lie Gin 
1 5 



<210> 4 

<211> 9 

<212> PRT 

<213> Saccharomyces cerevisiae 

<400> 4 

Leu lie His Glu Asp lie Ala Lys Ala 
1 5 



<210> 5 
<211> 5 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 5 

Asp Val Gly Gly Gin 
1 5 



<210> 6 

<211> 28 

<212> DNA 

<213> Saccharomyces cerevisiae 

<400> 6 

ggatctagag gatcctggta cgttcctc 

<210> 7 

<211> 28 

<212> DNA 

<213> Saccharomyces cerevisiae 

<400> 7 

gtcgctagcc aagcttgcat gcctgcag 

<210> 8 

<211> 32 

<212> DNA 

<213> Saccharomyces cerevisiae 
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3 



<400> 8 

gcagtcatga gatttccttc aatttttact gc 



32 



<210> 9 

<211> 30 

<212> DNA 

<213> Saccharomyces cerevisiae 

<400> 9 

cagcccatgg cttcagcctc tcttttatcc 30 

<210> 10 

<211> 41 

<212> DNA 

<213> Saccharomyces cerevisiae 



<210> 11 
<211> 31 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 11 

gatctcaagc agcgtaatct ggaacatcgt a 31 

<210> 12 
<211> 12 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 12 

Ser Ala Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ala 
15 10 



<210> 13 
<211> 38 
<212> DNA 

<213> Saccharomyces cerevisiae 



<210> 14 
<211> 33 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 14 

cgaggctcga gggaacgtat aattaaagta gtg 33 



<400> 10 

gatccgctta cccatacgat gttccagatt acgctgcttg a 



41 



<400> 13 

gatatattaa ggtaggaaac catggggtgt acagtgag 



38 



<210> 15 
<211> 34 
<212> DNA 
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w 



4 



<213> Saccharomyces cerevisiae 



<400> 15 



gcgcggtacc aagcttcaat tcgagataat accc 



34 



<210> 16 

<211> 24 

<212> DNA 

<2 13> Saccharomyces cerevisiae 

<400> 16 

cccgaatcca ccaatttctt tacg 24 

<210> 17 

<211> 27 

<212> DNA 

<213> Saccharomyces cerevisiae 



<210> 18 

<211> 37 

<212> DNA 

<2 13> Saccharomyces cerevisiae 

<400> 18 

ctgctggagc tccgcctgct gctgctgggt gctggag 37 

<210> 19 

<211> 43 

<212> DNA 

<2 13> Saccharomyces cerevisiae 



<210> 20 
<211> 43 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 20 

ctgctggtcg acgcggccgc gggggttcct tcttagaagc age 43 

<210> 21 
<211> 43 
<212> DNA 

<2 13> Saccharomyces cerevisiae 



<400> 17 

gcggcgtcga cgcggccgcg taacagt 



27 



<400> 19 

ctgctggtcg acgcggccgc gggggttcct tcttagaagc age 



43 



<400> 21 

ctgctggtcg acgcggccgc gggggttcct tcttagaagc age 



43 



<210> 22 
<211> 44 
<212> DNA 



<2 13> Saccharomyces cerevisiae 
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5 



<400> 22 

ctgctggtcg acgcggccgc gcccctcaga agaggccgcg gtcc 



44 



<210> 23 
<211> 29 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 23 

gggctcgagc ctcagaagag gccgcagtc 29 

<210> 24 
<211> 37 
<212> DNA 

<213> Saccharomyces cerevisiae 



<210> 25 
<211> 49 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 25 

ctgctggtcg acgcggccgc cactaacatc catgcttctc aataaagtc 49 

<210> 26 
<211> 31 
<212> DNA 

<213> Saccharomyces cerevisiae 



<210> 27 
<211> 19 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 27 

gcatccatca ataatccag 19 

<210> 28 
<211> 23 
<212> DNA 

<213> Saccharomyces cerevisiae 



<400> 24 

ctgctggagc tcaagctgct gctactcggt gctggag 



37 



<400> 26 



gggctcgagc atgcttctca ataaagtcca c 



31 



<400> 28 

gaaacaatgg atccacttct tac 



23 



<210> 29 
<211> 34 
<212> PRT 



<213> Saccharomyces cerevisiae 
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<400> 29 

Gly Tyr Pro Val Ala Gly Ser Asn 
1 5 

Ala Gin Lys Asn Ser Gin Met Ser 
20 



6 




His Phe lie Glu Gly Leu Lys Asn 
10 15 

Asn Ser Asn Ser Val Cys Cys Thr 
25 30 



Leu Met 



<210> 30 
<211> 24 
<212> PRT 

<2 1 3> Homo sapiens 



<400> 30 

Asp Pro Leu Leu Thr Pro Val Pro Ala Ser Glu Asn Pro Phe Arg Glu 
15 10 15 



Lys Lys Phe Phe Cys Ala lie Leu 
20 



<210> 31 

<211> 33 

<212> PRT 

<213> Chimaera sp. 

<400> 31 

Gly Tyr Pro Val Ala Gly Ser Asn His Phe lie Glu Gly Leu Lys Asn 
15 10 15 

Ala Gin Lys Asn Ser Gin Met Ser Asn Ser Asn Ser Val Cys Ala lie 
20 25 30 

Leu 



<210> 32 

<211> 22 

<212> PRT 

<213> Chimaera sp. 

<400> 32 

Gly Tyr Pro Val Ala Gly Ser Asn His Phe lie Glu Gly Leu Lys Phe 
15 10 15 



Phe Cys Cys Thr Leu Met 
20 



<210> 33 

<211> 29 

<212> PRT 

<213> Chimaera sp. 
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7 



<400> 33 

Gly Tyr Pro Val Ala Gly Ser Asn His Phe lie Glu Gly Leu Lys Asn 
15 10 15 

Pro Phe Arg Glu Lys Lys Phe Phe Cys Cys Thr Leu Met 
20 25 



<210> 34 

<211> 22 

<212> PRT 

<213> Chimaera sp. 

<400> 34 

Gly Tyr Pro Val Pro Ala Ser Glu Asn Pro Phe Arg Glu Lys Lys Phe 
15 10 15 

Phe Cys Cys Thr Leu Met 
20 



<210> 35 

<211> 21 

<212> PRT 

<213> Chimaera sp. 

<400> 35 

Gly Tyr Pro Val Ala Gly Ser Asn Pro Phe Arg Glu Lys Lys Phe Phe 
15 10 15 

Cys Cys Thr Leu Met 
20 



<210> 36 
<211> 21 
<212> PRT 

<213> Chimaera sp. 
<400> 36 

Gly Tyr Pro Val Ala Gly Ser Asn His Phe Arg Glu Lys Lys Phe Phe 
15 10 15 

Cys Cys Thr Leu Met 
20 



<210> 37 

<211> 21 

<212> PRT 

<213> Chimaera sp. 



<400> 37 

Gly Tyr Pro Val Ala Gly Ser Asn His Phe lie Glu Lys Lys Phe Phe 
15 10 15 
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8 




Cys Cys Thr Leu Met 
20 



<210> 38 

<211> 29 

<212> PRT 

<213> Chimaera sp. 

<400> 38 

Gly Tyr Pro Val Ala Gly Ser Asn His Phe He Glu Gly Leu Lys Asn 
15 10 15 

Pro Phe Lys Glu Leu Lys Gly Gly Cys Cys Thr Leu Met 



<210> 39 

<211> 28 

<212> PRT 

<213> Chimaera sp. 

<400> 39 

Gly Tyr Pro Val Ala Gly Ser Asn His Phe He Glu Gly Leu Lys Asn 
15 10 15 

Pro Phe Arg Pro Gin Lys Val Cys Cys Thr Leu Met 



<210> 40 

<211> 28 

<212> PRT 

<213> Chimaera sp. 

<400> 40 

Gly Tyr Pro Val Ala Gly Ser Asn His Phe He Glu Gly Leu Lys Asn 
15 10 15 

Pro Phe Lys Asp Lys Lys Pro Cys Cys Thr Leu Met 



<210> 41 
<211> 28 
<212> PRT 

<213> Chimaera sp. 
<400> 41 

Gly Tyr Pro Val Ala Gly Ser Asn His Phe lie Glu Gly Leu Lys Asn 
15 10 15 

Pro Phe Arg Glu Pro Arg Ser Cys Cys Thr Leu Met 



20 



25 



20 



25 



20 



25 



20 



25 



<210> 42 
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<211> 28 

<212> PRT 

<213> Chimaera sp. 

<400> 42 

Gly Tyr Pro Val Ala Gly Ser Asn His Phe He Glu Gly Leu Lys Asn 
15 10 15 

Pro Phe Lys Glu Lys Gly Ser Cys Cys Thr Leu Met 
20 25 



<210> 43 
<211> 33 
<212> PRT 

<2 1 3> Chimaera sp . 
<400> 43 

Gly Tyr Pro Val Ala Gly Ser Asn His Phe He Glu Gly Leu Lys Asn 
15 10 15 

Ala Gin Lys Asn Pro Phe Arg Glu Lys Lys Phe Phe Cys Cys Thr Leu 
20 25 30 

Met 



<210> 44 
<211> 28 
<212> PRT 

<2 1 3> Chimaera sp . 
<400> 44 

Gly Tyr Pro Val Ala Gly Ser Asn His Phe He Glu Gly Leu Lys Asn 
15 10 15 

Pro Phe Arg Glu Lys Lys Phe Phe Cys Thr He Leu 
20 25 



<210> 45 
<211> 28 
<212> DNA 

<2 13> Saccharomyces cerevisiae 
<400> 45 

cccctcgagt tcccttctta gagcagct 28 

<210> 46 
<211> 33 
<212> DNA 

<2 13> Saccharomyces cerevisiae 



<400> 46 

cccgaagacc aagcttttga ccaggttatt ata 



33 
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10 




<210> 47 
<211> 35 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 47 

aaggaagact tagctttata atttgggctt tagtt 35 

<210> 48 

<211> 23 

<212> DNA 

<213> Rattus sp. 



<210> 49 

<211> 31 

<212> DNA 

<213> Rattus sp. 

<400> 49 

ccccgtctca agagcgctgg ccgcccacat c 31 

<210> 50 

<211> 31 

<212> DNA 

<213> Rattus sp. 



<210> 51 

<211> 22 

<212> DNA 

<213> Rattus sp. 

<400> 51 

agcaagcaga tcttgcttgt tg 22 

<210> 52 

<211> 39 

<212> DNA 

<213> Rattus sp. 



<400> 48 

tttcttgtca ctccgtttct aac 



23 



<400> 50 

ccccgtctca agagcgctgg ccgcccacat c 



31 



<400> 52 

gatgtgggcg gccagcgctc tgaacgccgc aagtggatc 



39 



<210> 53 
<211> 13 
<212> PRT 



<213> Rattus sp. 



<400> 53 

Asp Val Gly Gly Gin Arg Ser Glu Arg Arg Lys Trp lie 
15 10 
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<210> 54 

<211> 52 

<212> DNA 

<213> Homo sapiens 



<400> 54 

tcgtctggag ctcaagctgc tgcttttggg cccaggcgag agcgggaaga go 



52 



<210> 55 

<211> 47 

<212> DNA 

<213> Homo sapiens 



<400> 55 

ctgctggtcg acgcggccgc gggtcacagc aggttgatct cgtccag 



47 



<210> 56 

<211> 39 

<212> DNA 

<213> Homo sapiens 



<400> 56 

gctaggtctc aaccagtcat cctctttctc aacaaaacc 



39 



<210> 57 

<211> 36 

<212> DNA 

<213> Homo sapiens 



<400> 57 

acgtggtctc atggtgtgct tttgaaccag ggtagt 



36 



<210> 58 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<400> 58 

agcggctgca gattccattc 



20 



<210> 59 

<211> 45 

<212> DNA 

<2 13> Homo sapiens 



<400> 59 

ctaccctggt tcaaaagcac accagtcatc ctctttctca acaaa 



45 



<210> 60 

<211> 15 

<212> PRT 

<213> Homo sapiens 



<400> 60 

Leu Pro Trp Phe Lys Ser Thr Pro Val lie Leu Phe Leu Asn Lys 
15 10 15 



Attorney Docket No.: CPI-012< 




<210> 61 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 61 

gggcgtctca catgggatgt acgctgagcg 

<210> 62 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 62 

ggggtcgact cagtagagtc aacagccc 

<210> 63 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 63 

cccccgtctc ataggggtat caatgaaaaa cttgttgtta 

<210> 64 
<211> 35 
<212> DNA 

<213> Homo sapiens 
<400> 64 

cccccgtctc acctatcatc ctcttcctca acaag 

<210> 65 
<211> 48 
<212> DNA 

<213> Homo sapiens 
<400> 65 

aacaacaagt ttttcattga tacccctatc atcctcttcc tcaacaag 

<210> 66 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 66 

Asn Asn Lys Phe lie Asp Thr Pro lie lie Leu Phe Leu Asn Lys 
15 10 15 



30 



28 



40 



35 



48 



<210> 67 

<211> 65 

<212> DNA 

<213> Chimaera sp. 
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13 




<400> 67 

aaaagagcca atgatgtcat cgagcaatcg ttgcagctgg agaaacaacg tgacaagaat 60 



<210> 68 

<211> 65 

<212> DNA 

<213> Chimaera sp. 

<400> 68 

cattcttgtc acgttgtttc tccagctgca acgattgctc gatgacatca ttggctcttt 60 
tgttc 65 

<210> 69 

<211> 61 

<212> DNA 

<213> Chimaera sp. 

<400> 69 

catggggtgt acagtgagta cgcaaacaat aggagatgaa agtgatcctt ttctgcagaa 60 
c 61 

<210> 70 

<211> 53 

<212> DNA 

<213> Chimaera sp. 



<210> 71 

<211> 25 

<212> DNA 

<213> Chimaera sp. 

<400> 71 

cttcttcaac gtccccatca tcctc 25 

<210> 72 

<211> 25 

<212> DNA 

<213> Chimaera sp. 



<210> 73 

<211> 25 

<212> DNA 

<213> Chimaera sp. 

<400> 73 

ggatgtgggc gcccagaggt cacag 25 



gagct 



65 



<400> 70 

ygcagaaaag gatcactttc atctcctatt gtttgcgtac tcactgtaca ccc 



53 



<400> 72 

gaggatgatg gggacgttga agaag 



25 



<210> 74 
<211> 25 
<212> DNA 
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14 



<213> Chimaera sp. 



<400> 74 

ctgtgacctc tgggcgccca catcc 



25 



<210> 75 

<211> 80 

<212> DNA 

<213> Chimaera sp. 

<220> 

<221> misc_feature 

<222> 11,12,14,1517,18,20,21,23,24 
<223> n = a , c, g, or t 

<400> 75 

gcggagctcm nnmnnmnnmn nmnncttttc taattgcaag gattgttcga taacgtcatt 60 
agctctctta ttctgcaggg 80 

<210> 76 

<211> 50 

<212> DNA 

<213> Chimaera sp. 



<210> 77 

<211> 20 

<212> DNA 

<213> Rattus sp. 

<400> 77 

gcatcacatc aataatccag 20 

<210> 78 

<211> 30 

<212> DNA 

<213> Rattus sp. 



<210> 79 

<211> 9 

<212> PRT 

<213> Rattus sp. 

<400> 79 

Leu Giu Lys Gin Arg Asp Lys Asn Glu 
1 5 



<210> 80 
<211> 6 
<212> PRT 

<213> Homo sapiens 



<400> 76 

ccctgcagaa taagagagct aatgacgtta tcgaacaatc cttgcaatta 



50 



<400> 78 

aacccggaac gatttaacga gatcaagaac 



30 
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15 



<220> 

<221> VARIANT 

<222> 2,3,4 

<223> Xaa = any amino acid 

<400> 80 

Gly Xaa Gly Xaa Xaa Gly 
1 5 



<210> 81 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 81 

Leu Leu Leu Leu Gly Ala Gly Glu Ser Gly 
15 10 



<210> 82 

<211> 4 

<212> PRT 

<213> Rattus sp. 

<220> 

<221> VARIANT 
<222> 3 

<223> Xaa = any amino acid 

<400> 82 
Met Gly Xaa Ser 
1 



<210> 83 

<211> 4 

<212> PRT 

<213> Rattus sp. 

<220> 

<221> VARIANT 

<222> 4 

<223> Xaa = any amino acid 

<400> 83 
Cys Ala Ala Xaa 
1 



<210> 84 

<211> 20 

<212> DNA 

<213> Rattus sp. 



<400> 84 
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V 



16 



acccggaacg atttaacgag 



20 



<210> 85 
<211> 20 
<212> DNA 
<213> Rattus sp. 

<400> 85 

gattggagcc ggtgactacc 20 

<210> 86 

<211> 6 

<212> PRT 

<213> Saccharomyces cerevisiae 

<400> 86 

Lys Arg Glu Ala Glu Ala 
1 5 



<210> 87 

<211> 21 

<212> DNA 

<213> Chimaera sp . 



<210> 88 

<211> 41 

<212> DNA 

<213> Chimaera sp . 

<400> 88 

acgtctcgag gtcgactcat agaagctcat attgtttaag g 41 

<210> 89 

<211> 53 

<212> DNA 

<213> Chimaera sp. 



<210> 90 

<211> 53 

<212> DNA 

<213> Chimaera sp . 

<400> 90 

acgtctcgag gtcgactcaa caaagaccaa tatatttaag gttttgctgg atg 53 

<210> 91 

<211> 53 

<212> DNA 

<2 13> Chimaera sp . 



<400> 87 

tttgaagggc cgtataaaga c 



21 



<400> 89 

acgtctcgag atcgactcaa aatagaccac agtctttaag gttttgctgg atg 



53 
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<400> 91 

acgtctcgag gtcgactcat acaagattat attctttaag gttttgctgg atg 53 

<210> 92 

<211> 53 

<212> DNA 

<213> Chimaera sp. 

<400> 92 

acgtctcgag gtcgactcat acaagattat attctttaag gttttgctgg atg 53 

<210> 93 

<211> 53 

<212> DNA 

<213> Chimaera sp. 

<400> 93 

acgtctcgag gtcgactcat tgaagcataa gttgtttaag gttttgctgg atg 53 

<210> 94 

<211> 56 

<212> DNA 

<213> Chimaera sp. 

<400> 94 

acgtctcgag gtcgactcaa agaagattaa tttcatcaag gttttgctgg atgatt 56 

<210> 95 

<211> 53 

<212> DNA 

<213> Chimaera sp. 

<400> 95 

acgtctcgag gtcgactcat agaagctcat attgtctaag gttttgctgg atg 53 

<210> 96 

<211> 50 

<212> DNA 

<213> Chimaera sp. 

<400> 96 

acgtctcgag atcgactcaa tatagaccac atcctttaag gttttgctgg 50 

<210> 97 
<211> 17 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 97 

Ala Val Thr Asp Leu He He Gin Gin Asn Leu Lys Lys He Gly He 
15 10 15 

He 



<210> 98 
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V 



<211> 17 

<212> PRT 

<213> Chimaera sp . 

<400> 98 

Ala Val Thr Asp Val lie lie Lys Asn Asn Leu Lys Asp Cys Gly Leu 
15 10 15 

Phe 



<210> 99 
<211> 17 
<212> PRT 

<213> Chimaera sp, 
<400> 99 

Ala Val Lys Asp Thr lie Leu Gin Leu Asn Leu Lys Glu Tyr Asn Leu 
1 5 10 . 15 

Val 



<210> 100 
<211> 17 
<212> PRT 

<213> Chimaera sp . 
<400> 100 

Ala Val Lys Asp Thr lie Leu Gin Glu Asn Leu Lys Asp lie Met Leu 
15 10 15 

Gin 



<210> 101 
<211> 17 
<212> PRT 

<213> Chimaera sp. 
<400> 101 

Asp Cys Arg Asp lie lie Gin Arg Met His Leu Arg Gin Tyr Glu Leu 
15 10 15 

Leu 



<210> 102 

<211> 17 

<212> PRT 

<2 13> Chimaera sp . 



<400> 102 
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V 



Asp Val Lys Asp Thr lie Leu His Asp Asn Leu Lys Gin Leu Met Leu 
15 10 15 

Gin 



<210> 103 
<211> 17 
<212> PRT 

<213> Chimaera sp. 
<400> 103 

Ala Val Thr Asp Val lie lie Gin Asn Asn Leu Lys Tyr lie Gly Leu 
15 10 15 

Cys 



<210> 104 
<211> 17 
<212> PRT 

<213> Chimaera sp. 
<400> 104 

Asp Val Arg Asp Ser Val Leu Ala Arg Tyr Leu Asp Glu lie Asn Leu 
15 10 15 

Leu 



<210> 105 
<211> 17 
<212> PRT 

<213> Chimaera sp. 
<400> 105 

Asp Cys Arg Asp lie lie Gin Arg Met His Leu Arg Gin Tyr Glu Leu 
15 10 15 

Leu 



<210> 106 
<211> 17 
<212> PRT 

<213> Chimaera sp. 
<400> 106 

Ala Val Thr Asp lie lie lie Ala Asn Asn Leu Arg Gly Cys Gly Leu 
15 10 15 



Tyr 
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<210> 107 
<211> 472 
<212> PRT 

<213> Chimaera sp. 
<400> 107 

Met Gly Cys Thr Val Ser Thr Gin Thr lie Gly Asp Glu Ser Asp Pro 
15 10 15 

Phe Leu Gin Asn Lys Arg Ala Asn Asp Val lie Glu Gin Ser Leu Gin 
20 25 30 

Leu Glu Lys Gin Arg Asp Lys Asn Glu lie Lys Leu Leu Leu Leu Gly 
35 40 45 

Ala Gly Glu Ser Gly Lys Ser Thr Val Leu Lys Gin Leu Lys Leu Leu 
50 55 60 

His Gin Gly Gly Phe Ser His Gin Glu Arg Leu Gin Tyr Ala Gin Val 
65 70 75 80 

lie Trp Ala Asp Ala lie Gin Ser Met Lys lie Leu lie lie Gin Ala 
85 90 95 

Arg Lys Leu Gly lie Gin Leu Asp Cys Asp Asp Pro lie Asn Asn Lys 
100 105 110 

Asp Leu Phe Ala Cys Lys Arg lie Leu Leu Lys Ala Lys Ala Leu Asp 
115 120 125 

Tyr He Asn Ala Ser Val Ala Gly Gly Ser Asp Phe Leu Asn Asp Tyr 
130 135 140 

Val Leu Lys Tyr Ser Glu Arg Tyr Glu Thr Arg Arg Arg Val Gin Ser 
145 150 155 160 

Thr Gly Arg Ala Lys Ala Ala Phe Asp Glu Asp Gly Asn He Ser Asn 
165 170 175 

Val Lys Ser Asp Thr Asp Arg Asp Ala Glu Thr Val Thr Gin Asn Glu 
180 185 190 

Asp Ala Asp Arg Asn Asn Ser Ser Arg He Asn Leu Gin Asp He Cys 
195 200 205 

Lys Asp Leu Asn Gin Glu Gly Asp Asp Gin Met Phe Val Arg Lys Thr 
210 215 220 

Ser Arg Glu He Gin Gly Gin Asn Arg Arg Asn Leu He His Glu Asp 
225 230 235 240 

He Ala Lys Ala He Lys Gin Leu Trp Asn Asn Asp Lys Gly He Lys 
245 250 255 



Gin Cys Phe Ala Arg Ser Asn Glu Phe Gin Leu Glu Gly Ser Ala Ala 



Attorney Docket No.: CPI-012< 



21 



260 

Tyr Tyr Phe Asp Asn lie 
275 



Glu Lys 
280 



265 

Phe Ala 



Ser Pro Asn 
285 



270 

Tyr Val Cys 



Thr Asp Glu Asp 
290 

Glu Thr Glu Phe 
305 



lie Leu 



Asn lie 
310 



Lys Gly 
295 



Arg lie 
Gly Ser Ser Lys 



Lys Thr Thr 
300 

Phe Lys Val 
315 



Gly He Thr 



Leu Asp Ala 
320 



Gly Gly Gin Arg 



He Thr Ala Val 
340 



Ser Glu 
325 



Arg Lys 



Leu Phe Val Leu 



Lys Trp 
330 

Ala Met 
345 



He His Cys 
Ser Glu Tyr 



Phe Glu Gly 
335 

Asp Gin Met 
350 



Leu Phe Glu Asp Glu Arg 
355 



Phe Asp Thr Leu 
370 



Leu Asn 



Val Asn 
360 

Ser Lys 
375 



Arg Met 
Trp Phe 



His Glu Ser 
365 

Lys Asp Thr 
380 



He Met Leu 



Pro Phe He 



Leu Phe Leu Asn 
385 

Pro He Arg Lys 



Lys He 
390 

Tyr Phe 
405 



Asp Leu Phe Glu 

Pro Asp Tyr Gin 
410 



Glu Lys Val 
395 

Gly Arg Val 



Lys Ser Met 
400 

Gly Asp Ala 
415 



Glu Ala Gly Leu 
420 

Thr Asn Lys Pro 
435 



Lys Tyr Phe Glu 

He Tyr Val Lys 
440 



Lys He 
425 

Arg Thr 



Phe Leu Ser 



Cys Ala Thr 
445 



Leu Asn Lys 
430 

Asp Thr Gin 



Thr Met Lys Phe Val Leu Ser Ala 
450 455 



Val Thr 



Asp Leu He 
460 



He Gin Gin 



Asn Leu Lys Asp 
465 



Cys Gly 
470 



Leu Phe 



<210> 108 
<211> 472 
<212> PRT 

<2 13> Chimaera sp . 
<400> 108 

Met Gly Cys Thr Val Ser Thr Gin Thr He Gly Asp Glu Ser Asp Pro 
15 10 15 

Phe Leu Gin Asn Lys Arg Ala Asn Asp Val He Glu Gin Ser Leu Gin 
20 25 30 



Leu Glu Lys Gin Arg Asp Lys Asn Glu He Lys Leu Leu Leu Leu Gly 
35 40 45 
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Ala Gly Glu Ser Gly Lys Ser Thr Val Leu Lys Gin Leu Lys Leu Leu 
50 55 60 

His Gin Gly Gly Phe Ser His Gin Glu Arg Leu Gin Tyr Ala Gin Val 
65 70 75 80 

He Trp Ala Asp Ala He Gin Ser Met Lys He Leu He He Gin Ala 
85 90 95 

Arg Lys Leu Gly He Gin Leu Asp Cys Asp Asp Pro He Asn Asn Lys 
100 105 110 

Asp Leu Phe Ala Cys Lys Arg He Leu Leu Lys Ala Lys Ala Leu Asp 
115 120 125 

Tyr He Asn Ala Ser Val Ala Gly Gly Ser Asp Phe Leu Asn Asp Tyr 
130 135 140 

Val Leu Lys Tyr Ser Glu Arg Tyr Glu Thr Arg Arg Arg Val Gin Ser 
145 150 155 160 

Thr Gly Arg Ala Lys Ala Ala Phe Asp Glu Asp Gly Asn He Ser Asn 
165 170 175 

Val Lys Ser Asp Thr Asp Arg Asp Ala Glu Thr Val Thr Gin Asn Glu 
180 185 190 

Asp Ala Asp Arg Asn Asn Ser Ser Arg He Asn Leu Gin Asp He Cys 
195 200 205 

Lys Asp Leu Asn Gin Glu Gly Asp Asp Gin Met Phe Val Arg Lys Thr 
210 215 220 

Ser Arg Glu He Gin Gly Gin Asn Arg Arg Asn Leu He His Glu Asp 
225 230 235 240 

He Ala Lys Ala He Lys Gin Leu Trp Asn Asn Asp Lys Gly He Lys 
245 250 255 

Gin Cys Phe Ala Arg Ser Asn Glu Phe Gin Leu Glu Gly Ser Ala Ala 
260 265 270 

Tyr Tyr Phe Asp Asn He Glu Lys Phe Ala Ser Pro Asn Tyr Val Cys 
275 280 285 

Thr Asp Glu Asp He Leu Lys Gly Arg He Lys Thr Thr Gly He Thr 
290 295 300 

Glu Thr Glu Phe Asn He Gly Ser Ser Lys Phe Lys Val Leu Asp Ala 
305 310 315 320 

Gly Gly Gin Arg Ser Glu Arg Lys Lys Trp He His Cys Phe Glu Gly 
325 330 335 



He Thr Ala Val Leu Phe Val Leu Ala Met Ser Glu Tyr Asp Gin Met 
340 345 350 
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Leu Phe Glu Asp Glu Arg Val Asn Arg Met His Glu Ser lie Met Leu 
355 360 365 

Phe Asp Thr Leu Leu Asn Ser Lys Trp Phe Lys Asp Thr Pro Phe lie 
370 375 380 

Leu Phe Leu Asn Lys lie Asp Leu Phe Glu Glu Lys Val Lys Ser Met 
385 390 395 400 

Pro lie Arg Lys Tyr Phe Pro Asp Tyr Gin Gly Arg Val Gly Asp Ala 
405 410 415 

Glu Ala Gly Leu Lys Tyr Phe Glu Lys lie Phe Leu Ser Leu Asn Lys 
420 425 430 

Thr Asn Lys Pro lie Tyr Val Lys Arg Thr Cys Ala Thr Asp Thr Gin 
435 440 445 

Thr Met Lys Phe Val Leu Ser Ala Val Thr Asp Leu lie lie Gin Gin 
450 455 460 

Asn Leu Lys Glu Tyr Asn Leu Val 
465 470 



<210> 109 
<211> 472 
<212> PRT 

<213> Chimaera sp. 
<400> 109 

Met Gly Cys Thr Val Ser Thr Gin Thr lie Gly Asp Glu Ser Asp Pro 
15 10 15 

Phe Leu Gin Asn Lys Arg Ala Asn Asp Val lie Glu Gin Ser Leu Gin 
20 25 30 

Leu Glu Lys Gin Arg Asp Lys Asn Glu lie Lys Leu Leu Leu Leu Gly 
35 40 45 

Ala Gly Glu Ser Gly Lys Ser Thr Val Leu Lys Gin Leu Lys Leu Leu 
50 55 60 

His Gin Gly Gly Phe Ser His Gin Glu Arg Leu Gin Tyr Ala Gin Val 
65 70 75 80 

He Trp Ala Asp Ala He Gin Ser Met Lys He Leu He He Gin Ala 
85 90 95 

Arg Lys Leu Gly He Gin Leu Asp Cys Asp Asp Pro He Asn Asn Lys 
100 105 110 

Asp Leu Phe Ala Cys Lys Arg He Leu Leu Lys Ala Lys Ala Leu Asp 
115 120 125 



Tyr He Asn Ala Ser Val Ala Gly Gly Ser Asp Phe Leu Asn Asp Tyr 
130 135 140 



Attorney Docket No. : CPI-0 1 2CJ|^ 24 



Val Leu Lys Tyr Ser Glu Arg Tyr Glu Thr Arg Arg Arg Val Gin Ser 
145 150 155 160 

Thr Gly Arg Ala Lys Ala Ala Phe Asp Glu Asp Gly Asn lie Ser Asn 
165 170 175 

Val Lys Ser Asp Thr Asp Arg Asp Ala Glu Thr Val Thr Gin Asn Glu 
180 185 190 

Asp Ala Asp Arg Asn Asn Ser Ser Arg lie Asn Leu Gin Asp lie Cys 
195 200 205 

Lys Asp Leu Asn Gin Glu Gly Asp Asp Gin Met Phe Val Arg Lys Thr 
210 215 220 

Ser Arg Glu lie Gin Gly Gin Asn Arg Arg Asn Leu lie His Glu Asp 
225 230 235 240 

lie Ala Lys Ala lie Lys Gin Leu Trp Asn Asn Asp Lys Gly lie Lys 
245 250 255 

Gin Cys Phe Ala Arg Ser Asn Glu Phe Gin Leu Glu Gly Ser Ala Ala 
260 265 270 

Tyr Tyr Phe Asp Asn lie Glu Lys Phe Ala Ser Pro Asn Tyr Val Cys 
275 280 285 

Thr Asp Glu Asp lie Leu Lys Gly Arg lie Lys Thr Thr Gly lie Thr 
290 295 300 

Glu Thr Glu Phe Asn lie Gly Ser Ser Lys Phe Lys Val Leu Asp Ala 
305 310 315 320 

Gly Gly Gin Arg Ser Glu Arg Lys Lys Trp He His Cys Phe Glu Gly 
325 330 335 

He Thr Ala Val Leu Phe Val Leu Ala Met Ser Glu Tyr Asp Gin Met 
340 345 350 

Leu Phe Glu Asp Glu Arg Val Asn Arg Met His Glu Ser He Met Leu 
355 360 365 

Phe Asp Thr Leu Leu Asn Ser Lys Trp Phe Lys Asp Thr Pro Phe He 
370 375 380 

Leu Phe Leu Asn Lys He Asp Leu Phe Glu Glu Lys Val Lys Ser Met 
385 390 395 400 

Pro He Arg Lys Tyr Phe Pro Asp Tyr Gin Gly Arg Val Gly Asp Ala 
405 410 415 

Glu Ala Gly Leu Lys Tyr Phe Glu Lys He Phe Leu Ser Leu Asn Lys 
420 425 430 



Thr Asn Lys Pro He Tyr Val Lys Arg Thr Cys Ala Thr Asp Thr Gin 
435 440 445 
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Thr Met Lys Phe Val Leu Ser Ala Val Thr Asp Leu lie lie Gin Gin 
450 455 460 

Asn Leu Lys Asp lie Met Leu Gin 

465 470 



<210> 110 
<211> 472 
<212> PRT 
<213> Chimaera sp. 

<400> 110 

Met Gly Cys Thr Val Ser Thr Gin Thr He Gly Asp Glu Ser Asp Pro 
15 10 15 

Phe Leu Gin Asn Lys Arg Ala Asn Asp Val He Glu Gin Ser Leu Gin 
20 25 30 

Leu Glu Lys Gin Arg Asp Lys Asn Glu He Lys Leu Leu Leu Leu Gly 
35 40 45 

Ala Gly Glu Ser Gly Lys Ser Thr Val Leu Lys Gin Leu Lys Leu Leu 
50 55 60 

His Gin Gly Gly Phe Ser His Gin Glu Arg Leu Gin Tyr Ala Gin Val 
65 70 75 80 

He Trp Ala Asp Ala He Gin Ser Met Lys He Leu He He Gin Ala 
85 90 95 

Arg Lys Leu Gly He Gin Leu Asp Cys Asp Asp Pro He Asn Asn Lys 
100 105 110 

Asp Leu Phe Ala Cys Lys Arg He Leu Leu Lys Ala Lys Ala Leu Asp 
115 120 125 

Tyr He Asn Ala Ser Val Ala Gly Gly Ser Asp Phe Leu Asn Asp Tyr 
130 135 140 

Val Leu Lys Tyr Ser Glu Arg Tyr Glu Thr Arg Arg Arg Val Gin Ser 
145 150 155 160 

Thr Gly Arg Ala Lys Ala Ala Phe Asp Glu Asp Gly Asn He Ser Asn 
165 170 175 

Val Lys Ser Asp Thr Asp Arg Asp Ala Glu Thr Val Thr Gin Asn Glu 
180 185 190 

Asp Ala Asp Arg Asn Asn Ser Ser Arg He Asn Leu Gin Asp He Cys 
195 200 205 

Lys Asp Leu Asn Gin Glu Gly Asp Asp Gin Met Phe Val Arg Lys Thr 
210 215 220 



Ser Arg Glu He Gin Gly Gin Asn Arg Arg Asn Leu He His Glu Asp 
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225 230 235 240 

lie Ala Lys Ala lie Lys Gin Leu Trp Asn Asn Asp Lys Gly lie Lys 
245 250 255 

Gin Cys Phe Ala Arg Ser Asn Glu Phe Gin Leu Glu Gly Ser Ala Ala 
260 265 270 

Tyr Tyr Phe Asp Asn lie Glu Lys Phe Ala Ser Pro Asn Tyr Val Cys 
275 280 285 

Thr Asp Glu Asp lie Leu Lys Gly Arg lie Lys Thr Thr Gly lie Thr 
290 295 300 

Glu Thr Glu Phe Asn lie Gly Ser Ser Lys Phe Lys Val Leu Asp Ala 
305 310 315 320 

Gly Gly Gin Arg Ser Glu Arg Lys Lys Trp He His Cys Phe Glu Gly 
325 330 335 

He Thr Ala Val Leu Phe Val Leu Ala Met Ser Glu Tyr Asp Gin Met 
340 345 350 

Leu Phe Glu Asp Glu Arg Val Asn Arg Met His Glu Ser He Met Leu 
355 360 365 

Phe Asp Thr Leu Leu Asn Ser Lys Trp Phe Lys Asp Thr Pro Phe He 
370 375 380 

Leu Phe Leu Asn Lys He Asp Leu Phe Glu Glu Lys Val Lys Ser Met 
385 390 395 400 

Pro He Arg Lys Tyr Phe Pro Asp Tyr Gin Gly Arg Val Gly Asp Ala 
405 410 415 

Glu Ala Gly Leu Lys Tyr Phe Glu Lys He Phe Leu Ser Leu Asn Lys 
420 425 430 

Thr Asn Lys Pro He Tyr Val Lys Arg Thr Cys Ala Thr Asp Thr Gin 
435 440 445 

Thr Met Lys Phe Val Leu Ser Ala Val Thr Asp Leu He He Gin Gin 
450 455 460 

Asn Leu Lys Gin Tyr Glu Leu Leu 
465 470 



<210> 111 
<211> 472 
<212> PRT 
<213> Chimaera sp. 



<400> 111 

Met Gly Cys Thr Val Ser Thr Gin Thr He Gly Asp Glu Ser Asp Pro 
15 10 15 
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Phe Leu Gin Asn Lys Arg Ala Asn Asp Val lie Glu Gin Ser Leu Gin 
20 25 30 

Leu Glu Lys Gin Arg Asp Lys Asn Glu lie Lys Leu Leu Leu Leu Gly 
35 40 45 

Ala Gly Glu Ser Gly Lys Ser Thr Val Leu Lys Gin Leu Lys Leu Leu 
50 55 60 

His Gin Gly Gly Phe Ser His Gin Glu Arg Leu Gin Tyr Ala Gin Val 
65 70 75 80 

lie Trp Ala Asp Ala lie Gin Ser Met Lys lie Leu lie lie Gin Ala 
85 90 95 

Arg Lys Leu Gly lie Gin Leu Asp Cys Asp Asp Pro lie Asn Asn Lys 
100 105 110 

Asp Leu Phe Ala Cys Lys Arg lie Leu Leu Lys Ala Lys Ala Leu Asp 
115 120 125 

Tyr lie Asn Ala Ser Val Ala Gly Gly Ser Asp Phe Leu Asn Asp Tyr 
130 135 140 

Val Leu Lys Tyr Ser Glu Arg Tyr Glu Thr Arg Arg Arg Val Gin Ser 
145 150 155 160 

Thr Gly Arg Ala Lys Ala Ala Phe Asp Glu Asp Gly Asn lie Ser Asn 
165 170 175 

Val Lys Ser Asp Thr Asp Arg Asp Ala Glu Thr Val Thr Gin Asn Glu 
180 185 190 

Asp Ala Asp Arg Asn Asn Ser Ser Arg lie Asn Leu Gin Asp lie Cys 
195 200 205 

Lys Asp Leu Asn Gin Glu Gly Asp Asp Gin Met Phe Val Arg Lys Thr 
210 215 220 

Ser Arg Glu lie Gin Gly Gin Asn Arg Arg Asn Leu lie His Glu Asp 
225 230 235 240 

lie Ala Lys Ala lie Lys Gin Leu Trp Asn Asn Asp Lys Gly lie Lys 
245 250 255 

Gin Cys Phe Ala Arg Ser Asn Glu Phe Gin Leu Glu Gly Ser Ala Ala 
260 265 270 

Tyr Tyr Phe Asp Asn lie Glu Lys Phe Ala Ser Pro Asn Tyr Val Cys 
275 280 285 

Thr Asp Glu Asp lie Leu Lys Gly Arg lie Lys Thr Thr Gly lie Thr 
290 295 300 



Glu Thr Glu Phe Asn lie Gly Ser Ser Lys Phe Lys Val Leu Asp Ala 
305 310 315 320 
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Gly Gly Gin Arg Ser Glu Arg Lys Lys Trp lie His Cys Phe Glu Gly 
325 330 335 

He Thr Ala Val Leu Phe Val Leu Ala Met Ser Glu Tyr Asp Gin Met 
340 345 350 

Leu Phe Glu Asp Glu Arg Val Asn Arg Met His Glu Ser He Met Leu 
355 360 365 

Phe Asp Thr Leu Leu Asn Ser Lys Trp Phe Lys Asp Thr Pro Phe He 
370 375 380 

Leu Phe Leu Asn Lys He Asp Leu Phe Glu Glu Lys Val Lys Ser Met 
385 390 395 400 

Pro He Arg Lys Tyr Phe Pro Asp Tyr Gin Gly Arg Val Gly Asp Ala 
405 410 415 

Glu Ala Gly Leu Lys Tyr Phe Glu Lys He Phe Leu Ser Leu Asn Lys 
420 425 430 

Thr Asn Lys Pro He Tyr Val Lys Arg Thr Cys Ala Thr Asp Thr Gin 
435 440 445 

Thr Met Lys Phe Val Leu Ser Ala Val Thr Asp Leu He He Gin Gin 
450 455 460 

Asn Leu Lys Gin Leu Met Leu Gin 
465 470 



<210> 112 

<211> 472 ' 

<212> PRT 

<2 13> Chimaera sp . 

<400> 112 

Met Gly Cys Thr Val Ser Thr Gin Thr He Gly Asp Glu Ser Asp Pro 
15 10 15 

Phe Leu Gin Asn Lys Arg Ala Asn Asp Val He Glu Gin Ser Leu Gin 
20 25 30 

Leu Glu Lys Gin Arg Asp Lys Asn Glu He Lys Leu Leu Leu Leu Gly 
35 40 45 

Ala Gly Glu Ser Gly Lys Ser Thr Val Leu Lys Gin Leu Lys Leu Leu 
50 55 60 

His Gin Gly Gly Phe Ser His Gin Glu Arg Leu Gin Tyr Ala Gin Val 
65 70 75 80 

He Trp Ala Asp Ala He Gin Ser Met Lys He Leu He He Gin Ala 
85 90 95 



Arg Lys Leu Gly He Gin Leu Asp Cys Asp Asp Pro He Asn Asn Lys 
100 105 110 
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Asp Leu Phe Ala Cys Lys Arg lie Leu Leu Lys Ala Lys Ala Leu Asp 
115 120 125 

Tyr lie Asn Ala Ser Val Ala Gly Gly Ser Asp Phe Leu Asn Asp Tyr 
130 135 140 

Val Leu Lys Tyr Ser Glu Arg Tyr Glu Thr Arg Arg Arg Val Gin Ser 
145 150 155 160 

Thr Gly Arg Ala Lys Ala Ala Phe Asp Glu Asp Gly Asn lie Ser Asn 
165 170 175 

Val Lys Ser Asp Thr Asp Arg Asp Ala Glu Thr Val Thr Gin Asn Glu 
180 185 190 

Asp Ala Asp Arg Asn Asn Ser Ser Arg lie Asn Leu Gin Asp lie Cys 
195 200 205 

Lys Asp Leu Asn Gin Glu Gly Asp Asp Gin Met Phe Val Arg Lys Thr 
210 215 220 

Ser Arg Glu lie Gin Gly Gin Asn Arg Arg Asn Leu lie His Glu Asp 
225 230 235 240 

lie Ala Lys Ala lie Lys Gin Leu Trp Asn Asn Asp Lys Gly lie Lys 
245 250 255 

Gin Cys Phe Ala Arg Ser Asn Glu Phe Gin Leu Glu Gly Ser Ala Ala 
260 265 270 

Tyr Tyr Phe Asp Asn lie Glu Lys Phe Ala Ser Pro Asn Tyr Val Cys 
275 280 285 

Thr Asp Glu Asp lie Leu Lys Gly Arg lie Lys Thr Thr Gly lie Thr 
290 295 300 

Glu Thr Glu Phe Asn lie Gly Ser Ser Lys Phe Lys Val Leu Asp Ala 
305 310 315 320 

Gly Gly Gin Arg Ser Glu Arg Lys Lys Trp He His Cys Phe Glu Gly 
325 330 335 

He Thr Ala Val Leu Phe Val Leu Ala Met Ser Glu Tyr Asp Gin Met 
340 345 350 

Leu Phe Glu Asp Glu Arg Val Asn Arg Met His Glu Ser He Met Leu 
355 360 365 

Phe Asp Thr Leu Leu Asn Ser Lys Trp Phe Lys Asp Thr Pro Phe He 
370 375 380 

Leu Phe Leu Asn Lys He Asp Leu Phe Glu Glu Lys Val Lys Ser Met 
385 390 395 400 



Pro He Arg Lys Tyr Phe Pro Asp Tyr Gin Gly Arg Val Gly Asp Ala 
405 410 415 



Attorney Docket No.: CPI-012G^K 30 



Glu Ala Gly Leu Lys Tyr Phe Glu Lys lie Phe Leu Ser Leu Asn Lys 
420 425 430 

Thr Asn Lys Pro He Tyr Val Lys Arg Thr Cys Ala Thr Asp Thr Gin 
435 440 445 

Thr Met Lys Phe Val Leu Ser Ala Val Thr Asp Leu He He Gin Gin 
450 455 460 

Asn Leu Lys Tyr He Gly Leu Cys 
465 470 



<210> 113 
<211> 472 
<212> PRT 

<213> Chimaera sp. 
<400> 113 

Met Gly Cys Thr Val Ser Thr Gin Thr He Gly Asp Glu Ser Asp Pro 
15 10 15 

Phe Leu Gin Asn Lys Arg Ala Asn Asp Val He Glu Gin Ser Leu Gin 
20 25 30 

Leu Glu Lys Gin Arg Asp Lys Asn Glu He Lys Leu Leu Leu Leu Gly 
35 40 45 

Ala Gly Glu Ser Gly Lys Ser Thr Val Leu Lys Gin Leu Lys Leu Leu 
50 55 60 

His Gin Gly Gly Phe Ser His Gin Glu Arg Leu Gin Tyr Ala Gin Val 
65 70 75 80 

He Trp Ala Asp Ala He Gin Ser Met Lys He Leu He He Gin Ala 
85 90 95 

Arg Lys Leu Gly He Gin Leu Asp Cys Asp Asp Pro He Asn Asn Lys 
100 105 , 110 

Asp Leu Phe Ala Cys Lys Arg He Leu Leu Lys Ala Lys Ala Leu Asp 
115 120 125 

Tyr He Asn Ala Ser Val Ala Gly Gly Ser Asp Phe Leu Asn Asp Tyr 
130 135 140 

Val Leu Lys Tyr Ser Glu Arg Tyr Glu Thr Arg Arg Arg Val Gin Ser 
145 150 155 160 

Thr Gly Arg Ala Lys Ala Ala Phe Asp Glu Asp Gly Asn He Ser Asn 
165 170 175 

Val Lys Ser Asp Thr Asp Arg Asp Ala Glu Thr Val Thr Gin Asn Glu 
180 185 190 



Asp Ala Asp Arg Asn Asn Ser Ser Arg He Asn Leu Gin Asp He Cys 
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195 200 

Lys Asp Leu Asn Gin Glu Gly Asp 
210 215 

Ser Arg Glu He Gin Gly Gin Asn 
225 230 

He Ala Lys Ala He Lys Gin Leu 
245 

Gin Cys Phe Ala Arg Ser Asn Glu 
260 

Tyr Tyr Phe Asp Asn He Glu Lys 
275 280 

Thr Asp Glu Asp He Leu Lys 
290 295 

Glu Thr Glu Phe Asn He Gly 
305 310 

Gly Gly Gin Arg Ser Glu Arg 
325 

He Thr Ala Val Leu Phe Val 
340 

Leu Phe Glu Asp Glu Arg Val 
355 

Phe Asp Thr Leu Leu Asn Ser 
370 375 

Leu Phe Leu Asn Lys He Asp 
385 390 

Pro He Arg Lys Tyr Phe Pro 
405 

Glu Ala Gly Leu Lys Tyr Phe 
420 

Thr Asn Lys Pro He Tyr Val 
435 

Thr Met Lys Phe Val Leu Ser 
450 455 

Asn Leu Lys Gly Cys Gly Leu Tyr 
465 470 



205 

Asp Gin Met Phe Val Arg Lys Thr 
220 

Arg Arg Asn Leu He His Glu Asp 
235 240 

Trp Asn Asn Asp Lys Gly He Lys 
250 255 

Phe Gin Leu Glu Gly Ser Ala Ala 
265 270 

Phe Ala Ser Pro Asn Tyr Val Cys 
285 



460 



Gly Arg He Lys Thr Thr Gly He Thr 
300 

Ser Ser Lys Phe Lys Val Leu Asp Ala 
315 320 

Lys Lys Trp He His Cys Phe Glu Gly 
330 335 

Leu Ala Met Ser Glu Tyr Asp Gin Met 
345 350 

Asn Arg Met His Glu Ser He Met Leu 
360 365 

Lys Trp Phe Lys Asp Thr Pro Phe He 
380 

Leu Phe Glu Glu Lys Val Lys Ser Met 

395 400 

Asp Tyr Gin Gly Arg Val Gly Asp Ala 
410 415 

Glu Lys He Phe Leu Ser Leu Asn Lys 
425 430 

Lys Arg Thr Cys Ala Thr Asp Thr Gin 
440 445 



Ala Val Thr Asp Leu He He Gin Gin 



<210> 114 
<211> 472 
<212> PRT 
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<213> Chimaera sp. 
<400> 114 

Met Gly Cys Thr Val Ser Thr Gin Thr He Gly Asp Glu Ser Asp Pro 
15 10 15 

Phe Leu Gin Asn Lys Arg Ala Asn Asp Val He Glu Gin Ser Leu Gin 
20 25 30 

Leu Glu Lys Gin Arg Asp Lys Asn Glu lie Lys Leu Leu Leu Leu Gly 
35 40 45 

Ala Gly Glu Ser Gly Lys Ser Thr Val Leu Lys Gin Leu Lys Leu Leu 
50 55 60 

His Gin Gly Gly Phe Ser His Gin Glu Arg Leu Gin Tyr Ala Gin Val 
65 70 75 80 

He Trp Ala Asp Ala He Gin Ser Met Lys He Leu He He Gin Ala 
85 90 95 

Arg Lys Leu Gly He Gin Leu Asp Cys Asp Asp Pro He Asn Asn Lys 
100 105 110 

Asp Leu Phe Ala Cys Lys Arg He Leu Leu Lys Ala Lys Ala Leu Asp 
115 120 125 

Tyr He Asn Ala Ser Val Ala Gly Gly Ser Asp Phe Leu Asn Asp Tyr 
130 135 140 

Val Leu Lys Tyr Ser Glu Arg Tyr Glu Thr Arg Arg Arg Val Gin Ser 
145 150 155 160 

Thr Gly Arg Ala Lys Ala Ala Phe Asp Glu Asp Gly Asn He Ser Asn 
165 170 175 

Val Lys Ser Asp Thr Asp Arg Asp Ala Glu Thr Val Thr Gin Asn Glu 
180 185 190 

Asp Ala Asp Arg Asn Asn Ser Ser Arg He Asn Leu Gin Asp He Cys 
195 200 205 

Lys Asp Leu Asn Gin Glu Gly Asp Asp Gin Met Phe Val Arg Lys Thr 
210 215 220 

Ser Arg Glu He Gin Gly Gin Asn Arg Arg Asn Leu He His Glu Asp 
225 230 235 240 

He Ala Lys Ala He Lys Gin Leu Trp Asn Asn Asp Lys Gly He Lys 
245 250 255 

Gin Cys Phe Ala Arg Ser Asn Glu Phe Gin Leu Glu Gly Ser Ala Ala 
260 265 270 



Tyr Tyr Phe Asp Asn He Glu Lys Phe Ala Ser Pro Asn Tyr Val Cys 
275 280 285 
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Thr Asp Glu Asp lie Leu Lys Gly Arg lie Lys Thr Thr Gly lie Thr 
290 295 300 

Glu Thr Glu Phe Asn lie Gly Ser Ser Lys Phe Lys Val Leu Asp Ala 
305 310 315 320 

Gly Gly Gin Arg Ser Glu Arg Lys Lys Trp lie His Cys Phe Glu Gly 
325 330 335 

He Thr Ala Val Leu Phe Val Leu Ala Met Ser Glu Tyr Asp Gin Met 
340 345 350 

Leu Phe Glu Asp Glu Arg Val Asn Arg Met His Glu Ser He Met Leu 
355 360 365 

Phe Asp Thr Leu Leu Asn Ser Lys Trp Phe Lys Asp Thr Pro Phe He 
370 375 380 

Leu Phe Leu Asn Lys He Asp Leu Phe Glu Glu Lys Val Lys Ser Met 
385 390 395 400 

Pro He Arg Lys Tyr Phe Pro Asp Tyr Gin Gly Arg Val Gly Asp Ala 
405 410 415 

Glu Ala Gly Leu Lys Tyr Phe Glu Lys He Phe Leu Ser Leu Asn Lys 
420 425 430 

Thr Asn Lys Pro He Tyr Val Lys Arg Thr Cys Ala Thr Asp Thr Gin 
435 440 445 

Thr Met Lys Phe Val Leu Ser Ala Val Thr Asp Leu He He Gin Gin 
450 455 460 

Asn Leu Asp Glu He Asn Leu Leu 
465 ' 470 



<210> 115 
<211> 472 
<212> PRT 

<213> Chimaera sp. 
<400> 115 

Met Gly Cys Thr Val Ser Thr Gin Thr He Gly Asp Glu Ser Asp Pro 
15 10 15 

Phe Leu Gin Asn Lys Arg Ala Asn Asp Val He Glu Gin Ser Leu Gin 
20 25 30 

Leu Glu Lys Gin Arg Asp Lys Asn Glu He Lys Leu Leu Leu Leu Gly 
35 40 45 

Ala Gly Glu Ser Gly Lys Ser Thr Val Leu Lys Gin Leu Lys Leu Leu 
50 55 60 



His Gin Gly Gly Phe Ser His Gin Glu Arg Leu Gin Tyr Ala Gin Val 
65 70 75 80 
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lie Trp Ala Asp Ala lie Gin Ser Met Lys lie Leu lie lie Gin Ala 
85 90 95 

Arg Lys Leu Gly lie Gin Leu Asp Cys Asp Asp Pro lie Asn Asn Lys 
100 105 110 

Asp Leu Phe Ala Cys Lys Arg lie Leu Leu Lys Ala Lys Ala Leu Asp 
115 120 125 

Tyr lie Asn Ala Ser Val Ala Gly Gly Ser Asp Phe Leu Asn Asp Tyr 
130 135 140 

Val Leu Lys Tyr Ser Glu Arg Tyr Glu Thr Arg Arg Arg Val Gin Ser 
145 150 155 160 

Thr Gly Arg Ala Lys Ala Ala Phe Asp Glu Asp Gly Asn lie Ser Asn 
165 170 175 

Val Lys Ser Asp Thr Asp Arg Asp Ala Glu Thr Val Thr Gin Asn Glu 
180 185 190 

Asp Ala Asp Arg Asn Asn Ser Ser Arg lie Asn Leu Gin Asp lie Cys 
195 200 205 

Lys Asp Leu Asn Gin Glu Gly Asp Asp Gin Met Phe Val Arg Lys Thr 
210 215 220 

Ser Arg Glu lie Gin Gly Gin Asn Arg Arg Asn Leu lie His Glu Asp 
225 230 235 240 

lie Ala Lys Ala lie Lys Gin Leu Trp Asn Asn Asp Lys Gly lie Lys 
245 250 255 

Gin Cys Phe Ala Arg Ser Asn Glu Phe Gin Leu Glu Gly Ser Ala Ala 
260 265 270 

Tyr Tyr Phe Asp Asn lie Glu Lys Phe Ala Ser Pro Asn Tyr Val Cys 
275 280 285 

Thr Asp Glu Asp lie Leu Lys Gly Arg lie Lys Thr Thr Gly lie Thr 
290 295 300 

Glu Thr Glu Phe Asn lie Gly Ser Ser Lys Phe Lys Val Leu Asp Ala 
305 310 315 320 

Gly Gly Gin Arg Ser Glu Arg Lys Lys Trp He His Cys Phe Glu Gly 
325 330 335 

He Thr Ala Val Leu Phe Val Leu Ala Met Ser Glu Tyr Asp Gin Met 
340 345 350 

Leu Phe Glu Asp Glu Arg Val Asn Arg Met His Glu Ser He Met Leu 
355 360 365 



Phe Asp Thr Leu Leu Asn Ser Lys Trp Phe Lys Asp Thr Pro Phe He 
370 375 380 
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Leu Phe Leu Asn Lys lie Asp Leu 
385 390 

Pro lie Arg Lys Tyr Phe Pro Asp 
405 

Glu Ala Gly Leu Lys Tyr Phe Glu 
420 

Thr Asn Lys Pro lie Tyr Val Lys 
435 440 

Thr Met Lys Phe Val Leu Ser Ala 
450 455 

Asn Leu Arg Gin Tyr Glu Leu Leu 
465 470 



Phe Glu Glu Lys Val Lys Ser Met 
395 400 

Tyr Gin Gly Arg Val Gly Asp Ala 
410 415 

Lys lie Phe Leu Ser Leu Asn Lys 
425 430 

Arg Thr Cys Ala Thr Asp Thr Gin 
445 

Val Thr Asp Leu lie He Gin Gin 
460 



<210> 116 

<211> 67 

<212> DNA 

<213> Chimaera sp. 

<400> 116 

acgtggtctc ccatgacttt ggaatctatt atggcttgtt gtcttagtac gcaaacaata 60 
ggagacg 67 

<210> 117 

<211> 21 

<212> DNA 

<213> Chimaera sp. 

<400> 117 

gtatctttga accacttaga g 21 

<210> 118 
<211> 478 
<212> PRT 
<213> Chimaera sp. 

<400> 118 

Met Thr Leu Glu Ser He Met Ala Cys Cys Leu Ser Thr Gin Thr He 
15 10 15 

Gly Asp Glu Ser Asp Pro Phe Leu Gin Asn Lys Arg Ala Asn Asp Val 
20 25 30 

He Glu Gin Ser Leu Gin Leu Glu Lys Gin Arg Asp Lys Asn Glu He 
35 40 45 

Lys Leu Leu Leu Leu Gly Ala Gly Glu Ser Gly Lys Ser Thr Val Leu 
50 55 60 



Lys Gin Leu Lys Leu Leu His Gin Gly Gly Phe Ser His Gin Glu Arg 
65 70 75 80 



Attorney Docket No.: CPI-012CJM| 36 



Leu Gin Tyr Ala Gin Val lie Trp Ala Asp Ala lie Gin Ser Met Lys 
85 90 95 

lie Leu lie lie Gin Ala Arg Lys Leu Gly lie Gin Leu Asp Cys Asp 
100 105 110 

Asp Pro lie Asn Asn Lys Asp Leu Phe Ala Cys Lys Arg lie Leu Leu 
115 120 125 

Lys Ala Lys Ala Leu Asp Tyr lie Asn Ala Ser Val Ala Gly Gly Ser 
130 135 140 

Asp Phe Leu Asn Asp Tyr Val Leu Lys Tyr Ser Glu Arg Tyr Glu Thr 
145 150 155 160 

Arg Arg Arg Val Gin Ser Thr Gly Arg Ala Lys Ala Ala Phe Asp Glu 
165 170 175 

Asp Gly Asn lie Ser Asn Val Lys Ser Asp Thr Asp Arg Asp Ala Glu 
180 185 190 

Thr Val Thr Gin Asn Glu Asp Ala Asp Arg Asn Asn Ser Ser Arg lie 
195 200 205 

Asn Leu Gin Asp lie Cys Lys Asp Leu Asn Gin Glu Gly Asp Asp Gin 
210 215 220 

Met Phe Val Arg Lys Thr Ser Arg Glu lie Gin Gly Gin Asn Arg Arg 
225 230 235 240 

Asn Leu lie His Glu Asp lie Ala Lys Ala lie Lys Gin Leu Trp Asn 
245 250 255 

Asn Asp Lys Gly lie Lys Gin Cys Phe Ala Arg Ser Asn Glu Phe Gin 
260 265 270 

Leu Glu Gly Ser Ala Ala Tyr Tyr Phe Asp Asn lie Glu Lys Phe Ala 
275 280 285 

Ser Pro Asn Tyr Val Cys Thr Asp Glu Asp lie Leu Lys Gly Arg lie 
290 295 300 

Lys Thr Thr Gly lie Thr Glu Thr Glu Phe Asn lie Gly Ser Ser Lys 
305 310 315 320 

Phe Lys Val Leu Asp Ala Gly Gly Gin Arg Ser Glu Arg Lys Lys Trp 
325 330 335 

He His Cys Phe Glu Gly He Thr Ala Val Leu Phe Val Leu Ala Met 
340 345 350 

Ser Glu Tyr Asp Gin Met Leu Phe Glu Asp Glu Arg Val Asn Arg Met 
355 360 365 



His Glu Ser He Met Leu Phe Asp Thr Leu Leu Asn Ser Lys Trp Phe 
370 375 380 
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Lys Asp Thr Pro Phe lie Leu Phe Leu Asn Lys lie Asp Leu Phe Glu 
385 390 395 400 

Glu Lys Val Lys Ser Met Pro lie Arg Lys Tyr Phe Pro Asp Tyr Gin 
405 410 415 

Gly Arg Val Gly Asp Ala Glu Ala Gly Leu Lys Tyr Phe Glu Lys lie 
420 425 430 

Phe Leu Ser Leu Asn Lys Thr Asn Lys Pro lie Tyr Val Lys Arg Thr 
435 440 445 

Cys Ala Thr Asp Thr Gin Thr Met Lys Phe Val Leu Ser Ala Val Thr 
450 455 460 

Asp Leu lie lie Gin Gin Asn Leu Lys Glu Tyr Asn Leu Val 
465 470 475 



<210> 119 

<211> 23 

<212> DNA 

<213> Chimaera sp. 

<400> 119 

gtctaaaatg aagaggatag tag 23 

<210> 120 

<211> 38 

<212> DNA 

<213> Chimaera sp . 

<400> 120 

gatccgtctc acttcagaaa gacaacaagc cataatag 38 

<210> 121 

<211> 63 

<212> DNA 

<213> Chimaera sp . 

<400> 121 

gatccgtctc tgaagaagct aaggaggcta gaagaattaa tgatgtcatc gagcaatcgt 60 
tgc 63 

<210> 122 

<211> 21 

<212> DNA 

<213> Chimaera sp. 

<400> 122 

gtatctttga accacttaga g 21 

<210> 123 
<211> 470 
<212> PRT 

<213> Chimaera sp. 
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<400> 123 

Met Thr Leu Glu Ser lie Met Ala Cys Cys Leu Ser Glu Glu Ala Lys 
15 10 15 

Glu Ala Arg Arg lie Asn Asp Val lie Glu Gin Ser Leu Gin Leu Glu 
20 25 30 

Lys Gin Arg Asp Lys Asn Glu lie Lys Leu Leu Leu Leu Gly Ala Gly 
35 40 45 

Glu Ser Gly Lys Ser Thr Val Leu Lys Gin Leu Lys Leu Leu His Gin 
50 55 60 

Gly Gly Phe Ser His Gin Glu Arg Leu Gin Tyr Ala Gin Val He Trp 
65 70 75 80 

Ala Asp Ala He Gin Ser Met Lys He Leu He He Gin Ala Arg Lys 
85 90 95 

Leu Gly He Gin Leu Asp Cys Asp Asp Pro He Asn Asn Lys Asp Leu 
100 105 110 

Phe Ala Cys Lys Arg He Leu Leu Lys Ala Lys Ala Leu Asp Tyr He 
115 120 125 

Asn Ala Ser Val Ala Gly Gly Ser Asp Phe Leu Asn Asp Tyr Val Leu 
130 135 140 

Lys Tyr Ser Glu Arg Tyr Glu Thr Arg Arg Arg Val Gin Ser Thr Gly 
145 150 155 160 

Arg Ala Lys Ala Ala Phe Asp Glu Asp Gly Asn He Ser Asn Val Lys 
165 170 175 

Ser Asp Thr Asp Arg Asp Ala Glu Thr Val Thr Gin Asn Glu Asp Ala 
180 185 190 

Asp Arg Asn Asn Ser Ser Arg He Asn Leu Gin Asp He Cys Lys Asp 
195 200 205 

Leu Asn Gin Glu Gly Asp Asp Gin Met Phe Val Arg Lys Thr Ser Arg 
210 215 220 

Glu He Gin Gly Gin Asn Arg Arg Asn Leu He His Glu Asp He Ala 
225 230 235 240 

Lys Ala He Lys Gin Leu Trp Asn Asn Asp Lys Gly He Lys Gin Cys 
245 250 255 

Phe Ala Arg Ser Asn Glu Phe Gin Leu Glu Gly Ser Ala Ala Tyr Tyr 
260 265 270 

Phe Asp Asn He Glu Lys Phe Ala Ser Pro Asn Tyr Val Cys Thr Asp 
275 280 285 



Glu Asp He Leu Lys Gly Arg He Lys Thr Thr Gly He Thr Glu Thr 
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290 295 300 

Glu Phe Asn He Gly Ser Ser Lys Phe Lys Val Leu Asp Ala Gly Gly 
305 310 315 320 

Gin Arg Ser Glu Arg Lys Lys Trp He His Cys Phe Glu Gly He Thr 
325 330 335 

Ala Val Leu Phe Val Leu Ala Met Ser Glu Tyr Asp Gin Met Leu Phe 
340 345 350 

Glu Asp Glu Arg Val Asn Arg Met His Glu Ser He Met Leu Phe Asp 
355 360 365 

Thr Leu Leu Asn Ser Lys Trp Phe Lys Asp Thr Pro Phe He Leu Phe 
370 375 380 

Leu Asn Lys He Asp Leu Phe Glu Glu Lys Val Lys Ser Met Pro He 
385 390 395 400 

Arg Lys Tyr Phe Pro Asp Tyr Gin Gly Arg Val Gly Asp Ala Glu Ala 
405 410 415 

Gly Leu Lys Tyr Phe Glu Lys He Phe Leu Ser Leu Asn Lys Thr Asn 
420 425 430 

Lys Pro He Tyr Val Lys Arg Thr Cys Ala Thr Asp Thr Gin Thr Met 
435 440 445 

Lys Phe Val Leu Ser Ala Val Thr Asp Leu He He Gin Gin Asn Leu 
450 455 460 



Lys Glu Tyr Asn Leu Val 
465 470 



